Prior Authorization Codes for Potential PAS Auto Approval

Procedure

Code Description

81120 IDH1 (isocitrate dehydrogenase 1 [NADP+], soluble) (e.g., glioma), common variants (e.g.,
R132H, R132C)

81121 IDH2 (isocitrate dehydrogenase 2 [NADP+], mitochondrial) (e.g., glioma), common variants
(e.g., R140W, R172M)

81161 DMD (dystrophin) (e.g., Duchenne/Becker muscular dystrophy) deletion analysis, and
duplication analysis, if performed

81162 BRCA1 (BRCA1, DNA repair associated), BRCA2 (BRCA2, DNA repair associated) (e.g.,
hereditary breast and ovarian cancer) gene analysis; full sequence analysis and full
duplication/deletion analysis (i.e., detection of large gene rearrangements)

81170 ABL1 (ABL proto-oncogene 1, non-receptor tyrosine kinase) (e.g., acquired imatinib tyrosine

kinase inhibitor resistance), gene analysis, variants in the kinase domain

81175 ASXL1 (additional sex combs like 1, transcriptional regulator) (e.g., myelodysplastic
syndrome, myeloproliferative neoplasms, chronic myelomonocytic leukemia) gene analysis;
full gene sequence

81176 ASXL1 (additional sex combs like 1, transcriptional regulator) (e.g., myelodysplastic
syndrome, myeloproliferative neoplasms, chronic myelomonocytic leukemia) gene analysis;
targeted sequence analysis (e.g., exon 12)

81200 ASPA (aspartoacylase) (e.g., Canavan disease) gene analysis, common variants (e.g., E285A,
Y231X) (ASPA genetic analysis, CANW, or Canavan disease mutation analysis)

81201 APC (adenomatous polyposis coli) (e.g., familial adenomatous polyposis [FAP], attenuated
FAP) gene analysis; full gene sequence

81202 APC (adenomatous polyposis coli) (e.g., familial adenomatous polyposis [FAP], attenuated
FAP) gene analysis; known familial variants

81203 APC (adenomatous polyposis coli) (e.g., familial adenomatous polyposis [FAP], attenuated
FAP) gene analysis; duplication/deletion variants

81204 AR (androgen receptor) (e.g., spinal and bulbar muscular atrophy, Kennedy disease, X
chromosome inactivation) gene analysis; characterization of alleles (e.g., expanded size or
methylation status)

81205 BCKDHB (branched-chain keto acid dehydrogenase E1, beta polypeptide) (e.g., Maple syrup
urine disease) gene analysis, common variants (e.g., R183P, G278S, E422X)

81206 BCR/ABL1 (t(9:22)) (e.g., chronic myelogenous leukemia) translocation analysis; major

breakpoint, qualitative or quantitative




81207 BCR/ABL1 (t(9;22)) (e.g., chronic myelogenous leukemia) translocation analysis; minor
breakpoint qualitative or quantitative

81208 BCR/ABL1 (t(9;22)) (e.g., chronic myelogenous leukemia) translocation analysis; other
breakpoint, qualitative or quantitative

81209 BLM (Bloom Syndrome, RecQ helicase-like) (e.g., Bloom Syndrome) gene analysis,
2281del6ins7 variant

81210 BRAF (B-Raf proto-oncogene, serine/threonine kinase) (e.g., colon cancer, melanoma), gene
analysis, V600 variants

81212 BRCA1 (BRCA1, DNA repair associated), BRCA2 (BRCA2, DNA repair associated) (e.g.,
hereditary breast and ovarian cancer) gene analysis; 185delAG, 5385insC, 6174delT variants

81215 BRCA1 (BRCA1, DNA repair associated) (e.g., hereditary breast and ovarian cancer) gene
analysis; known familial variant

81217 BRCA2 (BRCA2, DNA repair associated) (e.g., hereditary breast and ovarian cancer) gene
analysis; known familial variant

81219 CALR (calreticulin) (e.g., myeloproliferative disorders), gene analysis, common variants in
exon 9

81221 CFTR (cystic fibrosis transmembrane conductance regulator) (e.g., cystic fibrosis) gene
analysis; known familial variants

81222 CFTR (cystic fibrosis transmembrane conductance regulator) (e.g., cystic fibrosis) gene
analysis; duplication/deletion variants

81223 CFTR (cystic fibrosis transmembrane conductance regulator) (e.g., cystic fibrosis) gene
analysis; full gene sequence

81224 CFTR (cystic fibrosis transmembrane conductance regulator) (e.g., cystic fibrosis) gene
analysis; intron 8 poly-T analysis (e.g., male infertility)

81225 Cyp2C19 (cytochrome p450, family 2, subfamily c, polypeptide 19) (e.g., drug metabolism),
gene analysis, common variants (e.g., *2, *3, *4, *8, *17)

81226 CYP2D6 (cytochrome P450, family 2, subfamily D, polypeptide 6) (e.g., drug metabolism),
gene analysis, common variants (e.g., *2, *3, *4, *5, *6, *9, *10, *17, *19, *29, *35, *41,
*1XN, *2XN, *4XN)

81227 CYP2C9 (cytochrome P450, family 2, subfamily C, polypeptide 9) (eg, drug metabolism), gene
analysis, common variants (eg, *2, *3, *5, *6)

81228 Cytogenomic constitutional (genome-wide) microarray analysis; interrogation of genomic
regions for copy number variants (e.g., bacterial artificial chromosome [BAC] or oligo-based
comparative genomic hybridization [CGH] microarray analysis

81229 Cytogenomic constitutional (genome-wide) microarray analysis; Interrogation of genomic
regions for copy number and single nucleotide polymorphism (SNP) variants for
chromosomal abnormalities

81231 CYP3AS5 (cytochrome P450 family 3 subfamily A member 5) (eg, drug metabolism), gene
analysis, common variants (eg, *2, *3, *4, *5, *6, *7)

81233 BTK (Bruton's tyrosine kinase) (e.g., chronic lymphocytic leukemia) gene analysis, common
variants (eg, C481S, C481R, C481F)

81234 DMPK (DM1 protein kinase) (e.g., myotonic dystrophy type 1) gene analysis; evaluation to

detect abnormal (expanded) alleles




81235 EGFR (epidermal growth factor receptor) (e.g., non-small cell lung cancer) gene analysis,
common variants (e.g. exon 19 LREA deletion, L858R, T790M, G719A, G719S, L861Q)

81240 F2 (prothrombin, coagulation factor Il) (e.g., hereditary hypercoagulability) gene analysis,
20210G>A variant

81241 F5 (coagulation factor V) (e.g., hereditary hypercoagulabulity) gene analysis, Leiden variant.

81243 FMR1 (fragile X mental retardation 1) (e.g., fragile X mental retardation) gene analysis;
evaluation to detect abnormal (e.g., expanded) alleles

81244 FMR1 (fragile X mental retardation 1) (e.g., fragile X mental retardation) gene analysis;
characterization of alleles (e.g., expanded size and promoter methylation status)

81245 FLT3 (fms-related tyrosine kinase 3) (e.g., acute myeloid leukemia), gene analysis; internal
tandem duplication (ITD) variants (i.e., exons 14, 15)

81246 FLT3 (fms-related tyrosine kinase 3) (eg, acute myeloid leukemia), gene analysis; tyrosine
kinase domain (TKD) variants (eg, D835, 1836)

81247 G6PD (glucose-6-phosphate dehydrogenase) (e.g., hemolytic anemia, jaundice) gene
analysis; common variant(s) (e.g., A, A)

81250 G6PD (glucose-6-phosphatase, catalytic subunit) (e.g., Glycogen storage disease, Type 1a,
Von Gierke disease) gene analysis, common variants (e.g., R83C, Q347X)

81251 GBA (glucosidase, beta, acid) (e.g., Gaucher disease) gene analysis, common variants (e.g.,
N370S, 84GG, L444P, IVS2+1G>A)

81252 GJB2 (gap junction protein, beta 2, 26kDa, connexin 26) (e.g., nonsyndromic hearing loss)
gene analysis; full gene sequence

81254 GJB6 (gap junction protein, beta 6, 30kDa, connexin 30) (e.g., nonsyndromic hearing loss)
gene analysis, common variants (e.g., 309kb [del(GJB6-D1351830)] and 232 kb [del(GJB6-
D1351854)])

81255 HEXA (hexosaminidase A [alpha polypeptide]) (e.g., Tay-Sachs disease) gene analysis,
common variants (e.g., 1278insTATC, 1421+1G>C, G269S)

81256 HFE (hemochromatosis) (e.g., hereditary hemochromatosis) gene analysis, common variants
(e.g., C282Y, H63D)

81257 HBA1/HBA2 (alpha globin 1 and alpha globin 2) (e.g., alpha thalassemia, Hb Bart hydrops
fetalis syndrome, HbH disease) gene analysis, for common deletions or variant (e.g.,
Southeast Asian, Thai, Filipino, Mediterranean, alpha3.7, alpha4.2 alpha20.5, Constant
Spring)

81260 IKBKAP (inhibitor of kappa light polypeptide gene enhancer in B-cells, kinase complex-
associated protein) (e.g., familial dysautonomia) gene analysis, common variants (e.g.,
2507+6T>C, R696P)

81265 Comparative analysis using Short Tandem Repeat (STR) makers; patient and comparative
specimen (e.g., pre-transplant recipient and donor germline testing, post-transplant non-
hematopoietic recipient germline [e.g., buccal swab or other germline tissue sample] and
donor testing, twin zygosity testing, or maternal cell contamination of fetal cells)

81266 Comparative analysis using Short Tandem Repeat (STR) markers; each additional specimen)

e.g., additional cord blood donor, additional fetal samples from different cultures, or
additional zygosity in multiple birth pregnancies)




81270 JAK2 (Janus kinase 2) (e.g., myeloproliferative disorder) gene analysis, p.Val617Phe (V617F)
variant

81271 HTT (huntingtin) (e.g., Huntington disease) gene analysis; evaluation to detect abnormal
(e.g., expanded) alleles

81272 KIT (v-kit Hardy-Zuckerman 4 feline sarcoma viral oncogene homolog) (e.g., gastrointestinal
stromal tumor [GIST], acute myeloid leukemia, melanoma), gene analysis, targeted
sequence analysis (e.g., exons 8, 11, 13,17, 18)

81274 HTT (huntingtin) (e.g., Huntington disease) gene analysis; characterization of alleles (e.g.,
expanded size)

81275 KRAS (Kirsten rat sarcoma viral oncogene homolog) (e.g. carcinoma) gene analysis, variants
in exon, (e.g., codons 12 and 13)

81276 KRAS (Kirsten rat sarcoma viral oncogene homolog) (e.g., carcinoma) gene analysis;
additional variant(s) (e.g., codon 61, codon 146)

81277 Cytogenomic neoplasia (genome-wide) microarray analysis, interrogation of genomic
regions for copy number and loss-of-heterozygosity variants for chromosomal abnormalities

81283 IFNL3 (interferon, lambda 3) (eg, drug response), gene analysis, rs12979860 variant

81284 FXN (frataxin) (e.g., Friedreich ataxia) gene analysis; evaluation to detect abnormal
(expanded) alleles

81285 FXN (frataxin) (e.g., Friedreich ataxia) gene analysis; characterization of alleles (e.g.,
expanded size)

81290 MCOLN1 (mucolipin 1) (e.g., Mucolipidosis, type IV) gene analysis, common variants (e.g.,
IVS3-2A>G, del6, 4kb)

81292 MLH1 (mutL homolog 1, colon cancer, nonpolyposis type 2) (e.g., hereditary non-polyposis
colorectal cancer, Lynch syndrome) gene analysis; full sequence analysis

81293 MLH1 (mutL homolog 1, colon cancer, nonpolyposis type 2) (e.g., hereditary non-polyposis
colorectal cancer, Lynch syndrome) gene analysis; known familial variants

81294 MLH1 (mutL homolog 1, colon cancer, nonpolyposis type 2) (e.g., hereditary non-polyposis
colorectal cancer, Lynch syndrome) gene analysis; duplication/deletion variants

81295 MSH2 (mutS homolog 2, colon cancer, nonpolyposis type 1) (e.g., hereditary non-polyposis
colorectal cancer, Lynch syndrome) gene analysis; full sequence analysis

81296 MSH2 (mutS homolog 2, colon cancer, nonpolyposis type 1) (e.g., hereditary non-polyposis
colorectal cancer, Lynch syndrome) gene analysis; known familial variants

81297 MSH2 (mutS homolog 2, colon cancer, nonpolyposis type 1) (e.g., hereditary non-polyposis
colorectal cancer, Lynch syndrome) gene analysis; duplication/deletion variants

81298 MSH6 (mutS homolog 6 [E. Coli]) (e.g., hereditary non-polyposis colorectal cancer, Lynch
syndrome) gene analysis; full sequence analysis

81299 MSH6 (mutS homolog 6 [E. coli]) (e.g., hereditary non-polyposis colorectal cancer, Lynch

syndrome) gene analysis; known familial variants




81300 MSH6 (mutS homolog 6 [E. coli]) (e.g., hereditary non-polyposis colorectal cancer, Lynch
syndrome) gene analysis; duplication/deletion variants

81301 Microsatellite instability analysis (e.g., hereditary non-polyposis colorectal cancer, Lynch
syndrome) of markers for mismatch repair deficiency (e.g., BAT25, BAT26), includes
comparison of neoplastic and normal tissue, if performed

81302 MECP2 (methyl CpG binding protein 2) (e.g., Rett syndrome) gene analysis; full sequence
analysis

81303 MECP2 (methyl CpG binding protein 2) (e.g., Rett syndrome) gene analysis; known familial
variant

81304 Mecp2 (methyl cpg binding protein 2) (e.g., Rett syndrome) gene analysis;
duplication/deletion variants

81306 NUDT15 (nudix hydrolase 15) (eg, drug metabolism) gene analysis, common variant(s) (eg,
*2’ *3' *4’ *5' *6)

81311 NRAS (neuroblastoma RAS viral [v-ras] oncogene homolog) (e.g., colorectal carcinoma), gene
analysis, variants in exon 2 (e.g., codons 12 and 13) and exon 3 (e.g., codon 61)

81312 PABPN1 (poly[A] binding protein nuclear 1) (e.g., oculopharyngeal muscular dystrophy) gene
analysis, evaluation to detect abnormal (e.g., expanded) alleles

81317 PMS2 (postmeiotic segregation increased 2 [S. cerevisiae]) (e.g., hereditary non-polyposis
colorectal cancer, Lynch syndrome) gene analysis; full sequence analysis

81318 PMS2 (postmeiotic segregation increased 2 [S. cerevisiae]) (e.g., hereditary non-polyposis
colorectal cancer, Lynch syndrome) gene analysis; known familial variants

81319 PMS2 (postmeiotic segregation increased 2 [S. cerevisiae]) (e.g., hereditary non-polyposis
colorectal cancer, Lynch syndrome) gene analysis; duplication/deletion variants

81320 PLCG2 (phospholipase C gamma 2) (e.g., chronic lymphocytic leukemia) gene analysis,
common variants (e.g., R665W, S707F, L845F)

81322 PTEN (phosphatase and tensin homolog) (e.g., Cowden syndrome, PTEN hamartoma tumor
syndrome) gene analysis; known familial variant

81324 PMP22 (peripheral myelin protein 22) (e.g., Charcot-Marie-Tooth, hereditary neuropathy
with liability to pressure palsies) gene analysis; duplication/deletion analysis

81325 PMP22 (peripheral myelin protein 22) (e.g., Charcot-Marie-Tooth, hereditary neuropathy
with liability to pressure palsies) gene analysis; full sequence analysis

81326 PMP22 (peripheral myelin protein 22) (e.g., Charcot-Marie-Tooth, hereditary neuropathy
with liability to pressure palsies) gene analysis; known familial variant

81329 SMN1 (survival of motor neuron 1, telomeric) (e.g., spinal muscular atrophy) gene analysis;
dosage/deletion analysis (e.g., carrier testing), includes SMN2 (survival of motor neuron 2,
centromeric) analysis, if performed

81330 SMPD1 (sphingomyelin phosphodiesterase 1, acid lysosomal) (e.g., Niemann-Pick disease,

Type A) gene analysis, common variants (e.g., R496L, L302P, fsP330)




81331 SNRPN/UBE3A (small nuclear ribonucleoprotein polypeptide N and ubiquitin protein ligase
E3A) (e.g., Prader-Willi syndrome and/or Angelman syndrome), methylation analysis

81334 RUNX1 (runt related transcription factor 1) (e.g., acute myeloid leukemia, familial platelet
disorder with associated myeloid malignancy) gene analysis, targeted sequence analysis
(e.g., exons 3-8)

81335 TPMT (thiopurine S-methyltransferase) (e.g., drug metabolism) gene analysis, common
variants (e.g., *2, *3)

81343 PPP2R2B (protein phosphatase 2 regulatory subunit Bbeta) (e.g., spinocerebellar ataxia)
gene analysis, evaluation to detect abnormal (e.g., expanded) alleles

81344 TBP (TATA box binding protein) (e.g., spinocerebellar ataxia) gene analysis, evaluation to
detect abnormal (e.g., expanded) alleles

81345 TERT (telomerase reverse transcriptase) (eg, thyroid carcinoma, glioblastoma multiforme)
gene analysis, targeted sequence analysis (e.g., promoter region)

81350 UGT1A1 (UDP glucuronosyltransferase 1 family, polypeptide Al) (e.g., drug metabolism,
hereditary unconjugated hyperbilirubinemia [Gilbert syndrome]) gene analysis, common
variants (e.g., *28, *36, *37)

81355 VKORC1 (vitamin K epoxide reductase complex, subunit 1) (eg, warfarin metabolism), gene
analysis, common variant(s) (eg, -1639G>A, ¢.173+1000C>T)

81361 HBB (hemoglobin, subunit beta) (e.g., sickle cell anemia, beta thalassemia,
hemoglobinopathy); common variant(s) (e.g., HbS, HbC, HbE)

81363 HBB (hemoglobin, subunit beta) (e.g., sickle cell anemia, beta thalassemia,
hemoglobinopathy); duplication/deletions variant(s)

81381 HLA Class | typing, high resolution (i.e., alleles or allele groups); one allele or allele group
(e.g., B¥57:01P), each

81410 Aortic dysfunction or dilation (eg, Marfan syndrome, Loeys Dietz syndrome, Ehler Danlos
syndrome type |V, arterial tortuosity syndrome); genomic sequence analysis panel, must
include sequencing of at least 9 genes, including FBN1, TGFBR1, TGFBR2, COL3A1, MYH11,
ACTA2, SLC2A10, SMAD3, and MYLK

81411 Aortic dysfunction or dilation (eg, Marfan syndrome, Loeys Dietz syndrome, Ehler Danlos
syndrome type IV, arterial tortuosity syndrome); duplication/deletion analysis panel, must
include analyses for TGFBR1, TGFBR2, MYH11, and COL3A1

81420 Fetal chromosomal aneuploidy (e.g., trisomy 21, monosomy X) genomic sequence analysis
panel, circulating cell-free fetal DNA in maternal blood, must include analysis of
chromosomes 13, 18, and 21

81432 Hereditary breast cancer-related disorders (e.g., hereditary breast cancer, hereditary ovarian
cancer, hereditary endometrial cancer); genomic sequence analysis panel, must include
sequencing of at least 10 genes, including BRCA1, BRCA2, CDH1, MLH1, MSH2, MSH®6,
PALB2, PTEN, STK11, and TP53

81433 Hereditary breast cancer-related disorders (e.g., hereditary breast cancer, hereditary ovarian
cancer, hereditary endometrial cancer); duplication/deletion analysis panel, must include
analyses for BRCA1, BRCA2, MLH1, MSH2, and STK11




81443

Genetic testing for severe inherited conditions (e.g., cystic fibrosis, Ashkenazi Jewish-
associated disorders [e.g., Bloom syndrome, Canavan disease, Fanconi anemia type C,
mucolipidosis type VI, Gaucher disease, Tay-Sachs disease], beta hemoglobinopathies,
phenylketonuria, galactosemia), genomic sequence analysis panel, must include sequencing
of at least 15 genes (eg, ACADM, ARSA, ASPA, ATP7B, BCKDHA, BCKDHB, BLM, CFTR, DHCR?,
FANCC, G6PC, GAA, GALT, GBA, GBE1, HBB, HEXA, IKBKAP, MCOLN1, PAH)

81445

Targeted genomic sequence analysis panel, solid organ neoplasm, DNA analysis, and RNA
analysis when performed, 5-50 genes (e.g., ALK, BRAF, CDKN2A, EGFR, ERBB2, KIT, KRAS,
NRAS, MET, PDGFRA, PDGFRB, PGR, PIK3CA, PTEN, RET), interrogation for sequence variants
and copy number variants or rearrangements, if performed

81448

Hereditary peripheral neuropathies panel (e.g., Charcot-Marie-Tooth, spastic paraplegia),
genomic sequence analysis panel, must include sequencing of at least 5 peripheral
neuropathy-related genes (e.g., BSCL2, GIB1, MFN2, MPZ, REEP1, SPAST, SPG11, and
SPTLC1)

81450

Targeted genomic sequence analysis panel, hematolymphoid neoplasm or disorder, DNA
analysis, and RNA analysis when performed, 5-50 genes (e.g., BRAF, CEBPA, DNMT3A, EZH2,
FLT3, IDH1, IDH2, JAK2, KRAS, KIT, MLL, NRAS, NPM1, NOTCH1), interrogation for sequence
variants, and copy number variants or rearrangements, or isoform expression or mRNA
expression levels, if performed

81507

Fetal aneuploidy (trisomy 21, 18, and 13) DNA sequence analysis of selected regions using
maternal plasma, algorithm reported as a risk score for each trisomy

Proprietary test: Harmony™ Prenatal Test

Lab/Manufacturer: Ariosa Diagnostics

81519

Oncology (breast), mRNA, gene expression profiling by real-time RT-PCR of 21 genes,
utilizing formalin-fixed paraffin embedded tissue, algorithm reported as recurrence score
Proprietary test: Oncotype DX®

Lab/manufacturer: Genomic Health

81520

Oncology (breast), mRNA gene expression profiling by hybrid capture of 58 genes (50
content and 8 housekeeping), utilizing formalin-fixed paraffin-embedded tissue, algorithm
reported as a recurrence risk score

Proprietary test: Prosigna® Breast Cancer Assay

Lab/manufacturer: NanoString Technologies, Inc

81521

Oncology (breast), mRNA, microarray gene expression profiling of 70 content genes and 465
housekeeping genes, utilizing fresh frozen or formalin-fixed paraffin-embedded tissue,
algorithm reported as index related to risk of distant metastasis

Proprietary test: MammaPrint®

Lab/Manufacturer: Agendia, Inc




81541 Oncology (prostate), mRNA gene expression profiling by realtime RT-PCR of 46 genes (31
content and 15 housekeeping),
utilizing formalin-fixed paraffin-embedded tissue, algorithm reported as a disease-specific
mortality risk score
Proprietary test: Prolaris®

81542 Oncology (prostate), mRNA, microarray gene expression
profiling of 22 content genes, utilizing formalin-fixed paraffinembedded tissue, algorithm
reported as metastasis risk score
Proprietary test: Decipher® Prostate
Lab/Manufacturer: Biosciences

88261 Chromosome analysis; count 5 cells, 1 karyotype, with banding

88262 Chromosome analysis; count 15-20 cells, 2 karyotypes, with banding

88263 Chromosome analysis; count 45 cells, 2 karyotypes, with banding

88264 Chromosome analysis; analyze 20-25 cells

88267 Chromosome analysis, amniotic fluid or chorionic villus, count 15 cells, 1 karyotype, with
banding

88269 Chromosome analysis, in situ for amniotic fluid cells, count cells from 6-12 colonies, 1
karotype with banding

88271 Molecular cytogenetics; DNA probe, each (e.g., FISH)

88272 Molecular cytogenetics; chromosomal in situ hybridization, analyze 3-5 cells (e.g., for
derivatives and markers)

88273 Molecular cytogenetics; chromosomal in situ hybridization, analyze 10-30 cells (e.g., for
microdeletions)

88274 Molecular cytogenetics; interphase in situ hybridization, analyze 25-99 cells

88275 Molecular cytogenetics; interphase in situ hybridization, analyze 100-300 cells

88280 Chromosome analysis; additional karyotypes, each study

88283 Chromosome analysis; additional specialized banding technique (e.g., NOR, C-banding)

88285 Chromosome analysis; additional cell counted, each study

88289 Chromosome analysis; additional high-resolution study

0026U Oncology (thyroid), DNA and mRNA of 112 genes, next-generation sequencing, fine needle
aspirate of thyroid nodule, algorithmic analysis reported as a categorical result ("Positive,
high probability of malignancy" or "Negative, low probability of malignancy")
Proprietary test: Thyroseq Genomic Classifier
Lab/Manufacturer: CBLPath, Inc / University of Pittsburgh Medical Center

0030U Drug metabolism (warfarin drug response), targeted sequence analysis (ie, CYP2C9, CYP4F2,
VKORC1, rs12777823)
Proprietary test: Warfarin Response Genotype
Lab/Manufacturer: Mayo Clinic

0034U TPMT (thiopurine S-methyltransferase), NUDT15 (nudix hydroxylase 15)(eg, thiopurine

metabolism) gene analysis, common variants (ie, TPMT *2, *3A, *3B, *3C, *4, *5, *6, *8,
*12; NUDT15 *3, *4, *5)

Proprietary test: Thiopurine Methyltransferase (TPMT) and Nudix Hydrolase (NUDT15)
Genotyping

Lab/Manufacturer: Mayo Clinic / Laboratory Developed Test




0047V Oncology (prostate), mRNA, gene expression profiling by realtime RT-PCR of 17 genes (12
content and 5 housekeeping), utilizing formalin-fixed paraffin-embedded tissue, algorithm
reported as a risk score
Proprietary test: Oncotype DX® Genomic Prostate Score™

0169U NUDT15 (nudix hydrolase 15) and TPMT (thiopurine S-methyltransferase) (eg, drug
metabolism) gene analysis, common variants
Proprietary test: NT (NUDT15 and TPMT) genotyping panel
Lab/Manufacturer: RPRD Diagnostics

G9143 Warfarin responsiveness testing by genetic technique using any method, any number of
specimen(s)

$3870 Comparative genomic hybridization (CGH) microarray testing for developmental delay,

autism spectrum disorder, intellectual disability and/or mental retardation
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